
GO:0002244
hematopoietic progen...

0.0597
3 / 4

GO:0002376
immune system proces...

0.8070
9 / 38

GO:0002520
immune system develo...

0.6953
5 / 20

GO:0007275
multicellular organi...

0.8299
19 / 74

GO:0008150
biological_process

1.0000
25 / 92

GO:0009888
tissue development

0.5840
12 / 44

GO:0009987
cellular process

0.8216
24 / 89

GO:0014031
mesenchymal cell dev...

0.1361
4 / 8

GO:0014032
neural crest cell de...

0.0597
3 / 4

GO:0014033
neural crest cell di...

0.0597
3 / 4

GO:0030097
hemopoiesis

0.7912
4 / 18

GO:0030154
cell differentiation

0.9151
14 / 60

GO:0032501
multicellular organi...

0.8648
20 / 78

GO:0032502
developmental proces...

0.9341
19 / 77

GO:0043473
pigmentation

0.0183
3 / 3

GO:0044699
single−organism proc...

0.8639
22 / 84

GO:0044707
single−multicellular...

0.9056
19 / 76

GO:0044763
single−organism cell...

0.9041
20 / 79

GO:0044767
single−organism deve...

0.9341
19 / 77

GO:0048468
cell development

0.3040
13 / 42

GO:0048513
animal organ develop...

0.3984
16 / 55

GO:0048534
hematopoietic or lym...

0.6403
5 / 19

GO:0048731
system development

0.7540
18 / 69

GO:0048762
mesenchymal cell dif...

0.1986
4 / 9

GO:0048856
anatomical structure...

0.9351
18 / 74

GO:0048863
stem cell differenti...

0.0959
6 / 13

GO:0048864
stem cell developmen...

0.1361
4 / 8

GO:0048869
cellular development...

0.9350
14 / 61

GO:0051301
cell division

0.0641
6 / 12

GO:0060485
mesenchyme developme...

0.3430
4 / 11

GO BP DAG analysis



GO:0000988
transcription factor...

0.5504
6 / 21

GO:0000989
transcription factor...

0.5504
6 / 21

GO:0001076
transcription factor...

0.4204
2 / 5

GO:0001104
RNA polymerase II tr...

0.0733
2 / 2

GO:0003674
molecular_function

1.0000
25 / 91

GO:0003712
transcription cofact...

0.5930
5 / 18

GO:0003824
catalytic activity

0.1055
13 / 36

GO:0004672
protein kinase activ...

0.5291
5 / 17

GO:0004674
protein serine/threo...

0.1407
4 / 8

GO:0004693
cyclin−dependent pro...

0.0733
2 / 2

GO:0005488
binding
1.0000
24 / 90

GO:0005515
protein binding

0.9951
20 / 83

GO:0016301
kinase activity

0.5291
5 / 17

GO:0016740
transferase activity

0.6092
6 / 22

GO:0016772
transferase activity...

0.5291
5 / 17

GO:0016773
phosphotransferase a...

0.5291
5 / 17

GO:0019899
enzyme binding

0.6399
8 / 30

GO:0030332
cyclin binding

0.0733
2 / 2

GO:0031267
small GTPase binding

0.0733
2 / 2

GO:0051020
GTPase binding

0.0733
2 / 2

GO:0097472
cyclin−dependent pro...

0.0733
2 / 2

GO MF DAG analysis



GO:0000307
cyclin−dependent pro...

0.0760
2 / 2

GO:0005575
cellular_component

1.0000
26 / 93

GO:0005622
intracellular

0.9506
23 / 87

GO:0005623
cell

0.9240
25 / 91

GO:0005634
nucleus
0.7209
19 / 70

GO:0005635
nuclear envelope

0.0648
3 / 4

GO:0005856
cytoskeleton

0.4451
4 / 12

GO:0005875
microtubule associat...

0.0760
2 / 2

GO:0012505
endomembrane system

0.7786
6 / 25

GO:0015630
microtubule cytoskel...

0.2895
4 / 10

GO:0016020
membrane

0.8889
11 / 47

GO:0031090
organelle membrane

0.8899
3 / 16

GO:0031965
nuclear membrane

0.0648
3 / 4

GO:0031967
organelle envelope

0.3030
3 / 7

GO:0031975
envelope
0.3030

3 / 7

GO:0032991
macromolecular compl...

0.7536
13 / 50

GO:0043226
organelle
0.9074
23 / 86

GO:0043227
membrane−bounded org...

0.9869
21 / 84

GO:0043228
non−membrane−bounded...

0.5815
9 / 32

GO:0043229
intracellular organe...

0.7105
23 / 83

GO:0043231
intracellular membra...

0.9263
21 / 81

GO:0043232
intracellular non−me...

0.5815
9 / 32

GO:0043234
protein complex

0.7756
12 / 47

GO:0044422
organelle part

0.6100
17 / 61

GO:0044424
intracellular part

0.9074
23 / 86

GO:0044428
nuclear part

0.5886
14 / 50

GO:0044430
cytoskeletal part

0.4451
4 / 12

GO:0044446
intracellular organe...

0.6100
17 / 61

GO:0044464
cell part
0.9240
25 / 91

GO:0061695
transferase complex,...

0.3109
2 / 4

GO:1902494
catalytic complex

0.0461
6 / 11

GO:1902554
serine/threonine pro...

0.0760
2 / 2

GO:1902911
protein kinase compl...

0.0760
2 / 2

GO:1990234
transferase complex

0.0926
4 / 7

GO CC DAG analysis


